Values are the mean ± (SD); Notes: P value was obtained by the Mann-Whitney U-test. * indicates significant differences between groups, P < 0.05.
Part III.
All 31 regions of genotype-by-aMCI interactions for cholesterol metabolism pathway after correcting for imaging space for any one SNP (P corrected(S) < 0.05), which were marked out a unidirectional weighted network with 31 nodes and 4 465 edges that globally described the network connectivity patterns. The followings are the patterns of r = 0.5 and r = 0.7 in controls and aMCI, respectively.
(1) Controls group r = 0.5
(2) Controls group r = 0.7
Part IV. Differences between groups in the functional connectivity of unidirectional weighted network at thresholds of P < 0.05, 0.01 and 0.001, respectively.
(1) P < 0.05
